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“Reverse Behavior 

Genetics”
Dr. Risch is a distinguished 
statistical geneticist, population 
geneticist, and genetic 
epidemiologist. He is the Lamond 
Family Foundation Distinguished 
Professor of Human Genetics at 
UCSF, where he also served for 
15 years as the founding director 
of its Institute for Human 
Genetics. He is renowned for his 
contributions to statistical 
genetics methods, discovery and 
analysis of disease genes in 
diverse diseases, ethical and 
social issues in human genetics, 
and mentorship and education.

Prof. Cavalli-Sforza was a true 
renaissance scientist renowned for 
towering contributions to genetics and 
to the study of human evolutionary 
history. He served on the Stanford 
faculty from 1971 to 1992, continuing 
as an active emeritus faculty member 
until 2008.

Prof. Cavalli-Sforza was a pioneer in computational, evolutionary, 
and human genomics. As early as 1962, he performed some of the 
first computer simulations for population genetics, anticipating an 
approach that would become central to the field. His remarkably 
creative work on phylogenies provided the foundation for the 
algorithmic inference of evolutionary trees from genetic data. His 
efforts to catalog population-level allele frequencies of blood-group 
and immunological markers for the study of human population 
history provided an early compendium whose encyclopedic 
approach is now characteristic of the age of genomics.

Although Prof. Cavalli-Sforza had retired to Italy in 2008 before 
CEHG was founded, the integrative and humanistic spirit of his 
work has been reflected in the CEHG community since the time of 
its founding in 2012. In 2025, the keynote lecture at the CEHG 
Annual Symposium was named in memory of Prof. Cavalli-Sforza. 
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The Cavalli-Sforza lecture is 
named in memory of Luigi Luca 
Cavalli-Sforza (1922-2018).
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FEATURED 
VISITORS

Erick Matsen 
(Fred Hutchinson 
Cancer Research 
Center)

Doc Edge (USC)

SCHEDULE
Breakfast/ 8:30

Welcome Noah Rosenberg)/ 8:45

Doc Edge USC/ 8:55

/ 9:30

Yun Deng Stanford)/ 9:50

Coffee break/ 10:30

Olivia Ghosh Stanford)

/ 10:55 Marc Feldman introduces 
Cavalli-Sforza lecture. 

Keynote: Neil Risch USF/ 11:00

Lunch/ 12:00

/ 1:10

/ 1:45

/ 2:05

/ 3:00

/ 3:45

/ 4:05

/ 4:40

/ 5:15

Erick Matsen Fred Hutch)

Daniel Bauman Stanford)

Break and poster session.

Alex Starr Stanford)

Jessica Riskin Stanford)

Alison Feder UW

Marc Lipsitch Stanford)

Closing remarks

Karen Feng Stanford)/ 10:10

/ 2:25

Tristam Dodge  Stanford)

Alison Feder 
(University of 
Washington)

Introgression of phylogenetic 
comparative methods into statistical 
genetics.

Genotype-fitness mapping of adaptive 
mutants reveals shifting low-dimensional 
structure across divergent environments

Revealing the dynamics of population 
structure through genome-wide 
genealogies

Genetic neighbors predict individual 
polygenic risk score accuracy

Reverse Behavior Genetics

Book talk: The Power of Life, The Invention 
of Biology and the Revolutionary Science 
of Jean-Baptiste Lamarck

Turnover and introgression shape the 
dynamic evolution of a sexual mimicry 
polymorphism shared across the genus 
Xiphophorus

The Sackin tree balance index in a biased 
speciation model

Why antibody affinity maturation is an 
outstanding system for quantitative 
evolutionary inference

Disentangling cell-intrinsic and cell-extrinsic 
factors underlying evolution

Ultra-soft sweeps drive HIV evolutionary 
escape from broadly neutralizing antibodies

Using genomics to reinterpret clinical trials: 
the Botswana Ya Tsie trial of antiretroviral 
treatment-as-prevention for HIV


